
Appendix 1 
 
Primer mix til PCR 
 
Tabeller viser oversikt over kommersielle primere som benyttes for å lage primer mix. Primer 
nummer for et bestemt gen med lavest tall er forward primer, mens primer nummer med høyest 
tall er backwards primer. 
 
 Dag 1 
Nr. Primer 

nummer 
Sekvens Gen 

1 PRMC3512 GTTAGCAAGATGAAACGAGCCTTAG KH.C9.28 Tensin 
1 PRMC3513 CTCTTGCGTTTGGAGGACCAC KH.C9.28 Tensin 
2 PRMC3514 GAAGGACGCTGCAAAGGAAATATG KH.C11.737 CALM 
2 PRMC3515 TACCCTCGGTTTCGCTGGTA KH.C11.737 CALM 
3 PRMC3516 ACCAACAAATCGGGAACCGTTACA KH.C9.162 RGS21,4,8 
3 PRMC3517 GAATCAAGAGACAATCGTCTTTGTTTC KH.C9.162 RGS21,4,8 
4 PRMC3518 CACACCGATTCAAACACCTGTG KH.C8.122 Agrin 
4 PRMC3519 GACTGGAAGCGATTCTGCAGC KH.C8.122 Agrin 
5 PRMC3520 GTGGTCATTTGGATTACCAATTCAA KH.C14.320 Adenyl  

Cyclase 
5 PRMC3521 CAAAATGTCACCTCTTCCTTTAGCTTTC KH.C14.320 Adenyl 

Cyclase 
 
 
 Dag 2 
Nr. Primer 

nummer 
Sekvens Gen 

6 PRMC1319 ATGGAGGACGCTTATTGTAAAAC KH.C11.99 SERCA 
6 PRMC1320 GGTGATGACTGCTGGTAATCC KH.C11.99 SERCA 
7 PRMC1327 ATGAGTTCGAGTTTTCTACATATTG KH.C8.870 IP3R  
7 PRMC1328 GGAGACTACTTCTATATTCATCACA KH.C8.870 IP3R 
8 PRMC1329 ATGAAAGACATTCTGGTTTCTG KH.C2.294 STIM1 
8 PRMC1330 GCATCTTTGTAAGTGGATGC KH.C2.294 STIM1 
9 PRMC1331 ATGAGTAACATGACAGCCCAG KH.C12.89 ORAI  
9 PRMC1332 CTTGGTCAACAGAAAAATGACC KH.C12.89 ORAI 
10 PRMC1317 ATGACAAACGTAGAAGGCCAG KH.C2.758 CamKII 
10 PRMC1318 CGTCTTCAAGCAATCCACAG KH.C2.758 CamKII 
11 PRMC1596 ATGGCGGAAAGTTGTGACAATGA KH.C11.332 RyR 
11 PRMC1597 GCTTTGTCCTTTGATGATTGCCAG KH.C11.332 RyR 

 



  



 
Sekvenseringsresultater 
 
Sekvenseringsresultatene er vist i elektroferrogram med tilhørende sekvens for alle gen.  
 
CamKII 

 
NNNNNNNNNNNNNNNNNGTGANNCTATAGAATACTCNAGCTATGCATCAAGCTTGGTACCGAGCT
CGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTATGACAAACGTAGAAGGCCAG
AACTGGTCTCAAACCCACGGATTTTCAGATACCTATATTCTTGCAGAGGAATTGGGCAAGGGAGCA
TTTAGTGTGGTCAAGAAATGCACGCACAGAAGTTCCAAACAGGATTATGCTGCTAAGATAATTAAT
ACGAAAAAACCAAGCAGTAGAGATCTCCAGAAATTGGACAGGGAAGCAAGAATTTGTCGGCTACT
GAAACACACCAATATTGTGAGGCTTCATGCAAGTATTCCAGAAGAGGGGCTCCATTTTCTAGTCTT
TGACCTGGTAACAGGTGGTGAATTGTTCGAGGACATTGTAGCCCGTGAATACTACAGTGAAGCTGA
TGCCAGTCATTGCATGCAGCAAGTTTTAGAAGCTGTTTATCACTGTCATAAATCGGGTGTGATTCAT
CGTGATTTAAAGCCTGAAAACTTGCTCCTGGCAAGCAAAGAAAAAGGTGCTCTCGTGAAGTTAGCT
GACTTTGGGTTGGCCATTGAAGTCAATGATGATCAGCCTGCATGGTATGGTTTTGCTGGCACACCA
GGGTATTTGTCGCCTGANGTTTTACGAAAGGAACCCTATGGCAAGCCTGTTGATCTCTGGGCATGT
GGTGTAATCCTGTACATCCTCTTGGTTGGCTACCCTCCTTTTTGGGATGACGACCAGAACCGATTGT
ATGCTCAGATAAAAGATGGTGCTTANNATTTTCCGTCANNAGAATGGGATACAGTCNNNANNGAA
GCAAAAGATCTCATTANNCAGATGCTTANCACCAAAACAAGCGATCGAATCAATGCCAGCGATGC
TTTGCNCAACNCANGGNNTTGCCAACNNGACNNANNNNNTCNCNNATCCNCNGGCNGNATACNNN
NGNNNGCTNNANANNAANNNNANNNTGCNNNANATCNTCNNNNTGNNNNNNNNNANNNTGCATN
NNNANGNNNNNNNNNCNNNNNNNNNN 
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Serca 

 
NNNNNNNANCNNNTNNGGTGANNTATAGAATACTCNAGCTATGCATCAAGCTTGGTACCGAGCTC
GGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCGTCTTCAAGCAATCCACAGTAT
CCTGCCTGTGGATGTGTGAAGCCACTCTGTCACGTTGGCAAATCCATGGGTTGCGCAAAGCATCGC
TGGCATTGATTCGACCGCTAGTTTTGGTGCTAAGCATCTGGTTAATGAGATCTTTTGCTTCCTTTGTG
ACTGTATCCCATTCTGGTGACGGAAAATCGTAAGCACCATCTTTTATCTGAGCATACAATCGGTTCT
GGTCGTCATCCCAAAAAGGAGGGTAGCCAACCAAGAGGATGTACAGGATCACACCACATGCCCAG
AGATCAACAGGCTTGCCATAAGGTTCCTTTCGTAAAACCTCAGGCGACAAGTACCCAGGTGTGCCA
GCAAAACCATACCATGCAGGCTGATCATCATTGACTTCAATAGCCAACCCAAAGTCAGCTAATTTC
ACGAGAGCACCTTTTTCTTTGCTTGCCAGAAGCAAGTTTTCAGGCTTTAAATCACGATGAATCACAC
CCGATTTATGACAATGATAAACAGCTTCTAAAACTTGCTGCATGCAATGACTGGCATCAGCTTCAC
TGTAGTATTCACGGGCTACAATGTCCTCGAACAACTCACCACCTGTTACCAAGTCANAGACTAGAA
AATGGAGCCCCTCTTCTGGAATACTTGCATGAAGCCTCACAATATTGGTGTGTTTCAGTAGCCGAC
AAATTCTTGCTTCCCTGTCCAATTTCTGAAGATCTCTGCTGCTTANTTTTTTCGTATTAATTATCTTA
NCAGCATAATCCTGTTTGGAACTTCTGNGNGTACATTTCNTGACCNCACTAAATGCTCCCNTGCCN
NATTCTNCTGCANAATATNNNATCTGAAANCCGNNNNTNNANANCANTNNTGGNNTTCTACNNNG
NCNNNNNNNATNNNGCNNAANNTNNNNNNNNCNNNNNNNNNNCNNNNANGCANNTNNNNGNNN
NNNNNNNNNNNN 
 
IP3R 

 
NNNNNNNNNNNNNNNNGGTGANNCTATAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCT
CGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTGGAGACTACTTCTATATTCATC
ACAAGTCAAGAATTTCTCCTGTTCAGCATGAAACAGTCTCACCACATCCCCACCCTTTAACACATCT
TTCCTGTTATCCTCCCAAGACATGAACAACACAATCTTCCAGCTTGTATTACAACTGACAGAGTTGA
CTTCTTTACATCCTGGGTTATCAGCCAACTCACATTTACTCGCATGTAATGGTTGGCCTGCATTTAC
TGGCATGATAACAACCTTGTCCCCAATCACCACATTGTCACCGGTTGAGCGCAGCTTATAAAATAA
TTGAATATAAAACCAGGAGCCTTCGTTCCCATCAGGATCAAGTGAAACTCGCATTGCATTCTTTTCA
AGTAAAGCTGGTAATCTTTTATTCACTGTCAGAAATTTATTTGGTTTAAGATGAAGTAATTGAACTA
CACTTCCATATTTAACAACTTGTCCCAATAACTTCTGGTTTTCCCTTTCATTTTGTTCTTTTTCAACA
CCAGCAGATTCCTGGAGTCTTTTCATTATAACAGCATCCGCAATTCTGGTTGCACCAGACTTGATTG
TTTTCCAAAATTGTTTCTGTGCATTATATCGGTTCATGGGACATATCTTAAAAAGACAATCTCTGAA
TTTTTTGGGAGGATTTTGTAAATTTCCTGCCTCTGGTTGAACAACGCATCTGTCATCAACAAGTCCC
AAAGTTGATATGAATCCACACACAGAGTTTGAGCCCGAACCCTCAGCGTACAGTGAGATGACATC
ACCNATATGTAGAAAANTCGAACTCATANNNNNAATNCTGCANANATCCATCNCNCTGGCGNCNG
CTCGAGCATGCATCTANANGGNCCNATTCNCCCTATANNGAGTCGNANTANANTNNNTGGNNNNC
NTTTTNNANNNNNNGACTGGGAANNCCTNNNTNCCNANTNNNNNNNNANNNNNTCCCCNNCNCN
NNNNGNNNANANCNAANANNNNNNNNCNATNNNNNNNCNNNNNNNNNNNN 
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STIM1 

NNNNNNNNNNNNNNNNTGANNCTATAGAATACTCNAGCTATGCATCAAGCTTGGTACCGAGCTCG
GATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTGCATCTTTGTAAGTGGATGCACTTT
CTAAATCTTCATAAGAAGATCTGTTGGATGATGAAGTGACATTTGAGTTTCTGTCTAGTTCAGTGCT
GGTTGTCATGGAAACACCAGATTCCGAAACATCGGTCGTTTTGGACAATTTTCGTGCTTCATCCAGT
TTTGATCCAACAGCTAGATGACGAGTCGGGGAAGATGAGAATTTGCATCGGAGGATCGTCTCAAG
CTCCACCCACCGCTTCCGATGCTCGTGAGAGTCTCGCTGAATCTCACGAAGAGCATCTTTTGCAGCT
TGAACTTCCAGATCAAAACTATCGACTTGCCGACTGTGAATGAATTGAACAGAGCTGAAAATTGAA
ACTTTCTTCTTCATTTTTTGAAACTGTGCCTTGGCTTGCTCTACCTTCTTATGCGCAGTGTGACGTTT
CACTTCATGTAGATTCATCTCAACCTGGTATGTGCTCTTTAAACAAGTGAGCAATCGAGTTGGTGGT
GACCAGTGCTTATCATTGAGCTTTAACCTTTCTTCTGCTTGTTCAAGAGCTTGTTTGACATCAGTAA
GTTCATCAAGAACTTCCATCAACTTGGTTTGTCCACTAACTGATGATATGAGTGAAGCACTTGATGC
AGTGCCATCAGAGTCTCTTCTTAGAGGAGCAGAAGATTGAGATTCAGTTGATTCCAGATCTTTCAT
CCNAACACCTTCCTCATCTTCTTCATCAAGTCTAGCAAGCTCCTTTTGGAGGTTATTCATCTTGNTCT
GCATCAGTGACACAGNGTGAGTCGCATTCCGATGAACATGGNTCCCAAAAGCAATCCNTCCNNAN
CAAGGATGANGNAAANNGANNNANANNNCTTTNANNNNNNGAATNNTGCNNANNNNCNNNNNN
NTNNNNNNNCNAGCANGCATCTANNGNNCNNNNNNCNNANNNNGNNNCGNNTNNNNNNNNNNN
NCNNNNNANNNNNNNCNGGNNAANNNNNNNTNNCNNNNTNNNCNNNNNANNNNNTCCNNTNNN
NNNNCNNNNNNNNNNNN 
 
ORAI 

NNNNNNNNNNNNNNNGGTGANNCTATAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCTC
GGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCTTGGTCAACAGAAAAATGACCA
CTTAGACTTGAACCACTGTGACGATGCGTCTCACGCAACTGGTCGGCTGAATTACGAGCTAACTGA
CTGTGAGCAGATACCCCTGAATAAAGACGACCAATTGGTTGATGGTACCCAGGCTGCAACTGAGAT
AGTTCATCGCCATTATTTGCCATGGTCTCAATCTCATTGAATGCATCTTCCATTATAGTGTAACGGT
GTTGGGCTAAGGTTCTGTAGAAATGTACAGCAAAACCAGCAGACAATATCACAACTGGAATTAAA
ACGGCTGTAGCTACCCAAGCTGGAGCATCAGAACTCATTAATGGTGAAGCAGTTGTAGTGGTATTG
CCAACAGTAGGCTGATTAACCTCATTAACAGGTCTTAATGTAATGAACTTTAACCAAATAAGTAAC
GCAATCTCAATCATAAACAGAACAAGGCCAAGACCTGTGGATAAAATCCATGCAACCTCAATGTA
AGTCCTCATACGTTTGTGTGGAGACTGCTCTATAGCTTTCACATTGTGAATGTTTGATACAGCTTCA
ATATTTGGTAACATACATGTTGAGATCATCAATGCAAAAAGATGGACTGCCACTAAACATGTTGTT
ACGGTGGAAAACATTATCAAAAGAACTGGATCATACGTTGCTGATCTATCTAATTGGACTTCAACC
ATTGCAACCATTGCAAAACCGGCTATGANCGCANAAGTCCTGCTTACAGCTTTAAGTTTTGCCCGA
CTTAAGTATAGCTGTCGCCACTGGGCTGTCATGTTNCTCATANNNNGAATTCTGCANATATCCATC
ACACTGGNNNCCGCTCGANCATGCATCTANANGGNCCNNTTCGCCNNATANNGNNTCGNANTACN
ATTCNCTNNNNNCNTTTNNANGTNNNNCNNNNAANCNTNNNNNNNCNNNTANCNNNNCAGNANN
NNCCCCNTNNNCNNCTGNNNNANNNNNNNNNNNNNNN 
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RyR 

 
NNNNNNNNNNNNNNNNNNTGANNCTATAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCT
CGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTGCTTTGTCCTTTGATGATTGCCA
GCAAAACGCAGACGTTCTATAGCTTGCGTTTTCAGGTCCCATCAACATTAAGCTTCGGTCGTCCAA
CATACACAAGTACAAACCTGATGTGATGTGACGTAAACGAAACGGGCACCCCCATGAGACATGTG
ATCCAAACCACTTAATTTGCATTAGTTCTAACCGCCATAGCGACCTTGCATGGCTGCCGGCTGATCC
AGATTCATAAATGATTGATCTGGAATGTGATTTGTTCTCATCCATTGTATGCATGGTTAGGCAATCA
TCCATATGACCATGAAACAGTCGAATTGCATCTCCACCAGTAAGGTAACCTTGAGCTTTAGATCCA
CCACTTGCCACAGGTCCAACAGTCCACATACTTTGTTGAAATGAAGCCTGAACACTGTTATCTTCCC
CATCCCCACATGAAAGATGCAAGTATCGCTCAGAAGAAATGCTGATTAGAATCAAATCATCTCCGA
TTCTAACTTTCTCTCCTTCCGATCTTTGTTTTGAAGTTGGACGAACCGTCCACCATGATGTCTCACCT
GTTTCGTCTTCCCCCAATCCAACGTCAAACGCCAGTTGATCATTTGCAGAGCTGGNCGTTGTCAGAC
ATGTGAGAAACATTCCGCTAAGTTCATGCTTTAACTGAATGGCATTTCCATACNACAACGTTCTGCT
GTGAGTTGCCCCGCCTTCCGCCTGANACTCGGNGCTCATTAATTCGGGTCTTATTTCCCTGTCATCG
TCCATGTCAATACCAACCTCTTCACTTGCTAACAGTTCCTGCNATGCTCTCNCGGANANGCTTGANA
TAAANNAANCNNNCAACGAGNNGCATCTGNNGNTCAGNATCCACTNNATNCTGANANGGNNCNN
ATNNNATNANCNGNTNNAANNNNNGCTGCNNNNNNNNNTTNNNNNNNNNNNGANNAANNNNTNN
NNANNNNNNNNATCATCNNNNNNANANNNNANNNNNNNNNNNTNNNNNNNN 
 
Tensin 

NNNNNNNNNNNNNNNNGTGANNCTATAGAATACTCNAGCTATGCATCAAGCTTGGTACCGAGCTC
GGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCTCTTGCGTTTGGAGGACCACGG
ACCTTAGAGGCATCCCAGCGACGATTATGTGGCTCCCTGGCGCTTGGGTCGAGACCACAGTATGTA
ACTGCAGCGGTAGGGTAATGACGACGGAAGAAGATTTTTCTAGCGTTGTCGGTCAGGGTAATCCCT
TGAGGAGAGACTTTGAAGTGAACGACGGAAGTTTTGATGGCTTGACCAACGTTGTGCATACATTCA
CGCATCGCTCGTTCAATTGCCTCGGGGCCTGTCAGCGATTCCGTGTCTTCACTACCAAGGTATAGGA
CGTTACAAGCTGCTCCTTGCTTCAACAGCTCCACGGCTGAGTTTTGTATCTCAGTGCTATCTCGAGA
CGAACCGGCTGGTGGAACGTCTTGGTTCGAAGTTGGGATGACAAGTTTGCATGGCAGGGCAAGGG
GAGTTATGGAATGTTGGTAGATAAGAGCAGAGAGGCTCCCGAAGACTGGTTCGTTCGGACAACCC
TTCAGTTTTACTCCACGTGTGCTCGGCTCAATTAGGAAATGACGTACGAGCTCGTTGTTCATGTCAG
TTCCAGGCTTGGCTGTCGCGAGAACAGCGGCAGGCACTTGGTGAACTTTCAGTGCAAGACCGAATG
CCCCANGGTAGCATCTGCTTGCTCGAACCACGAAGCTGCCTGGTGGTCTCGTCCGCAGCATCGCGT
GCGCCTGGTCACGGTTAATTTCNNGCTTGTACCAGTAGGCAGTGGNGTCTTTAATAAACTTCGGNN
GGGTACCGGCANTGTTTGCTTGTGAGACTTCNTGGGCGANTTTCTCAATGTCTGATACGGATGAAG
CNCTANTTCTACCAGANGCAGGGGNNCTTAANNNCCTTCATCNNANGANNNNNANGANGACNGNC
ATGNCNGNCGNANGCTGANNNCTNNNTTNCNNTTNNNTNNNNGNNNNNANNNNNNNGNNNNNCC
NNNNNNNNNNACCCNNNNNNNNGNANNNNNNGGNNGNNNNNNNNNNNNNCNNNNNN 
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RGS21,4,8 

 
NNNNNNNNNNNNNNNNGGTGANNCTATAGAATACTCNAGCTATGCATCAAGCTTGGTACCGAGCT
CGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTGAATCAAGAGACAATCGTCTTT
GTTTCGTCATAGTTGGGGTAGCAGTGTTTCCCGATAATTTCTCTTCAGTGTTGACCAGTGGATTAAA
ATTATATTCGGTTGCGTCATTGAAATCGTCATCATGCTGCTCTGTGACGTCAGGAATGACATCGATT
GTGGGTTCCGGGTTTAAAGCTGGTGACGTCATAGGTACTTCCGTTTCAAATACGTCATCATCGACGT
CATAATCCACGCAGTAGTTAAGTCTGGATATCATGACGTCATTAGGAGAATAATCCTTTCTTCGAA
TATTTCGTCGCCCAGTCGGGGTTTTCCCTACTTTAGTGACGTCATGGTTCATGACGTCACGAGACTT
TCTCTCTAGCGCCACCACCACTTTCGGGACAAATAATCCATTCACGTGATGGTTGTCACGGCAACC
GACAGCGACGGCTTTTGATTGGTTAATGCTCGGTCGTTTAAATTCTTCGAATCCATTTGAAATTCTT
CTTCTTTTCTTCAGCGACGTCACGTGGTTGACGTCATCGTGACGTATATCGTATCTACGCGGTGTGT
TCCTTGCAACTTTGGTTCGATACAAACTGCTGGACAATGAACTGTTGCTGCTGTCCGATCGAGCGG
AACGCCTTCTGTTCATTCTATCACGTGACTTTGATCGTCTGCACGGATCGTGACGACTTGTCGGTTT
AGTGAACTTGAACTTNANNNGTTTACTTCGGCCAAGCGATTCTTTCAGAANGTANTACCATCCTTG
TGTTATCTCATGTGACGTCNCAATACTCCNAACACCNAAGCTCATACANCCGANTANAAATGNTCG
TTCGNNGTTTTTNNTCNNAACTGAAACTAAAACTCGNCTGNTNNAATNNNNNCNGNNNANGNCNN
NGAAANGTCNCNNGCATNNNNNNANNCNNNNNNANGTCNTANNCNNNNTNNNNNACGNANCNNN
NATNNNNNNNNNNNNNANNNNNN 
 
 

NN NN NNN N N N
10

N N N N NN G G T G
20

ANN C T A T A G A
30

A T A C T CN A G C
40

T A T G C A T C A A
50

G C T T G G T A C C
60

G A G C T C G G A T
70

C C A C T A G T A A
80

C G G C C G C C A G
90

T G T G C T G G A A
100

T T C G C C C T T G
110

A A T C A A G A G


